In the title compound, C 44 H 37 BN 4 O 2 , the dihedral angle between the plane of the porphyrin macrocycle ring system [r.m.s. deviation = 0.159 (1) Å ] and those of three phenyl rings are 66.11 (4), 74.75 (4) and 57.00 (4) . The conformational distortion is characterized by a mixture of ruffled, saddle and in-plane distortion modes. In the crystal, the porphyrin molecules are linked by C-HÁ Á Á interactions into supramolecular chains running along the a-axis direction. A pair of bifurcated N-HÁ Á Á(N,N) hydrogen bonds occur across the central region of the macrocycle. 
Related literature
For the structure and conformation of porphyrins, see : Scheidt & Lee (1987) ; Jentzen et al. (1997) ; Senge (2000 Senge ( , 2006 . For the synthesis, see : Finnigan et al. (2011) . For the handling of crystals, see Hope (1994) . For related boronyl porphyrin structures, see: Hyslop et al. (1998) ; Schwalbe et al. (2012) . For other recent free base porphyrin structures, see: Miranda et al. (2012) ; Leonarska et al. (2012) ; Senge (2013) . Table 1 Hydrogen-bond geometry (Å , ) .
Experimental

Crystal data
Cg1 is the centroid of the C100-C105 phenyl ring. 
D-HÁ
S1. Comment
The compound was prepared via borylation of 5-bromo-10,15,20-triphenylporphyrin with 4,4,5,5-tetramethyl-1,3,2-dioxaborolane under dichlorobis(triphenylphosphine)palladium(II) catalysis (Finnigan et al., 2011) . Crystallization from CH 2 Cl 2 /CH 3 OH yielded monoclinic crystals without solvent inclusion.
The compound was investigated with regard to its macrocycle conformation. The porphyrin macrocycle ring system, with a mean deviation of 0.159 (1) Å from the least-squares plane defined by the 24 constituent atoms. Three phenyl rings are essentially planar, with a mean deviation of 0.001 (1) (C100-C105), 0.003 (1) (C150-C155) and 0.007 (1) (C200-C205) Å from the least-squares plane defined by the six constituent atoms. The dihedral angle formed by the porphyrin macrocycle ring system and three phenyl rings are 66.11 (4)(C100-C105), 74.75 (4) (C150-C155) and 57.00 (4) (C200-C205) °, respectively. A conformational analysis was performed using the NSD (normal structural decomposition) method developed by Shelnutt and coworkers (Jentzen et al., 1997) . The compound exhibits a moderate degree of conformational distortion. The main contributing out-of-plane distortion modes are ruf, sad and wav. Likewise moderate contributions from macrocycle breathing and N-str are observed for the in-plane distortions. Related Zn(II)
complexes, e.g. {5,15-diphenyl-10-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)porphyrinato}zinc(II) (Hyslop et al., 1998; Schwalbe et al., 2012) exhibit more planar conformations. Other recent porphyrin free base structures have been reported by Miranda et al. (2012) , Leonarska et al. (2012), and Senge (2013) .
In the crystal packing (Fig. 2) , the porphyrin molecules are linked by C-H···π interactions (Table 1 , Cg1 is the centroid of the C100-C105 phenyl ring) into supramolecular chains running along the a axis. Also intramolecular N-H···N hydrogen bonds occur (Table 1) .
S2. Experimental
The title compound was prepared as described by Finnigan et al. (2011) .
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Figure 1
Molecular structure of the title compound. Thermal ellipsoids are drawn at 50% probability level. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma( F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The carbon atoms of one phenyl unit show some degree of thermal librational movement. (7) 0.0068 (6) 0.0027 (7) C155 0.0244 (7) 0.0438 (9) 0.0302 (8) 0.0010 (7) 0.0102 (6) 0.0054 (7) C200 0.0191 (6) 0.0251 (7) 0.0229 (7 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
